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Gene symbol 
OSBP 

NFKB3 
(p65) 

CAPN1 

CCND1 

EFEMP2* 

FOSL1 

PLCB3 

PPP1CA 

VEGFB 

ESRRA, ERR1 

CTSW 

GALN* 

LRP5, LRP7, LR3* 

CBP2 

TCIRG1 

LTBP3 

FGF19* 

Delta5-desaturase* 



Gene name 

Oxysterol-binding protein 

nuclearfactor of kappa light polypeptide gene enhancer B-cells 3 

Calpain, large polypeptide LI 
Cyclin Dl 

EGF-containing fibulin-like extracellular matrix protein 2 
FOS-like antigen- 1 

Phospholipase C, beta 3 (phosphatidy linos itol-specific) 
Protein phosphatase- 1, catalytic subunit, alpha isoform 
Vascular endothelial growth factor B 
estrogen-related receptor alpha 
Cathepsin W 
Galanin 

Low density lipoprotein receptor-related protein-5 
Collagen-binding protein 2 (colligen 2) 
T-cell immune regulator 1 

Latent transforming growth factor-beta binding protein-3 
Fibroblast growth factor 19 (FGF19) 
Delta5-desaturase 



Mathew L. Warman et al. 

REGULATOR GENE SYSTEM USEFUL FOR THE 
DIAGNOSIS AND THERAPY OF OSTEOPOROSIS 
T7. ~ ATTORNEY DOCKET NO: 38464-0004 

t IgUre Z Figure 2 (Page 1 of 3) 



GCCATGGAGCCCGAGTGAGCGCGGCGCGGGCCCGTCCGGCCGCCGGACAACAT 
GGAGGCAGCGCCGCCCGGGCCGCCGTGGCCGCTGCTGCTGCTGCTGCTGCTGCT 
5 GCTGGCGCTGTGCGGCTGCCCGGCCCCCGCCGCGGCCTCGCCGCTCCTGCTATTT 
GCCAACCGCCGGGACGTACGGCTGGTGGACGCCGGCGGAGTCAAGCTGGAGTC 
CACCATCGTGGTCAGCGGCCTGGAGGATGCGGCCGCAGTGGACTTCCAGTTTTC 
CAAGGGAGCCGTGTACTGGACAGACGTGAGCGAGGAGGCCATCAAGCAGACCT 
ACCTGAACCAGACGGGGGCCGCCGTGCAGAACGTGGTCATCTCCGGCCTGGTCT 

10 CTCCCGACGGCCTCGCCTGCGACTGGGTGGGCAAGAAGCTGTACTGGACGGACT 
CAGAGACCAACCGCATCGAGGTGGCCAACCTCAATGGCACATCCCGGAAGGTGC 
TCTTCTGGCAGGACCTTGACCAGCCTAGGGCCATCGCCTTGGACCCCGCTCACG 
GGTACATGTACTGGACAGACTGGGGTGAGACGCCCCGGATTGAGCGGGCAGGG 
ATGGATGGCAGCACCCGGAAGATCATTGTGGACTCGGACATTTACTGGCCCAAT 

1 5 GGACTGACC ATCG ACCTGGAGGAGCAG A AGCTCTACTGGGCTGACGCC A AGCTC 
AGCTTCATCCACCGTGCCAACCTGGACGGCTCGTTCCGGCAGAAGGTGGTGGAG 
GGCAGCCTGACGCACCCCTTCGCCCTGACGCTCTCCGGGGACACTCTGTACTGG 
ACAGACTGGCAGACCCGCTCCATCCATGCCTGCAACAAGCGCACTGGGGGGAAG 

0 AGGAAGGAGATCCTGAGTGCCCTCTACTCACCCATGGACATCCAGGTGCTGAGC 
W CAGGAGCGGCAGCCTTTCTTCCACACTCGCTGTGAGGAGGACAATGGCGGCTGC 
;0 TCCCACCTGTGCCTGCTGTCCCCAAGCGAGCCTTTCTACACATGCGCCTGCCCCA 
Jtf CGGGTGTGCAGCTGCAGGACAACGGCAGGACGTGTAAGGCAGGAGCCGAGGAG 
j * GTGCTGCTGCTGGCCCGGCGGACGGACCT ACGGAGG ATCTCGCTGGACACGCCG 
1% GACTTCACCGACATCGTGCTGCAGGTGGACGACATCCGGCACGCCATTGCCATC 
2| GACTACGACCCGCTAGAGGGCTATGTCTACTGGACAGATGACGAGGTGCGGGCC 
T = ATCCGCAGGGCGTACCTGGACGGGTCTGGGGCGCAGACGCTGGTCAACACCGAG 
1 3 ATCA ACGACCCCGATGGC ATCGCGGTCGACTGGGTGGCCCGAAACCTCTACTGG 
IS ACCGACACGGGCACGGACCGCATCGAGGTGACGCGCCTCAACGGCACCTCCCGC 
i* AAGATCCTGGTGTCGGAGGACCTGGACGAGCCCCGAGCCATCGCACTGCACCCC 
3| GTGATGGGCCTCATGTACTGGACAGACTGGGGAGAGAACCCTAAAATCGAGTGT 
! J GCCAACTTGGATGGGCAGGAGCGGCGTGTGCTGGTCA ATGCCTCCCTCGGGTGG 

1 = CCCAACGGCCTGGCCCTGGACCTGCAGGAGGGGAAGCTCTACTGGGGAGACGCC 

AAGACAGACAAGATCGAGGTGATCAATGTTGATGGGACGAAGAGGCGGACCCT 
CCTGGAGGACAAGCTCCCGCACATTTTCGGGTTCACGCTGCTGGGGGACTTCAT 

35 CTACTGGACTGACTGGCAGCGCCGCAGCATCGAGCGGGTGCACAAGGTCAAGGC 
CAGCCGGGACGTCATCATTGACCAGCTGCCCGACCTGATGGGGCTCAAAGCTGT 
GAATGTGGCCAAGGTCGTCGGAACCAACCCGTGTGCGGACAGGAACGGGGGGT 
GCAGCCACCTGTGCTTCTTCACACCCCACGCAACCCGGTGTGGCTGCCCCATCG 
GCCTGGAGCTGCTGAGTGACATGAAGACCTGCATCGTGCCTGAGGCCTTCTTGG 

40 TCTTCACCAGCAGAGCCGCCATCCACAGGATCTCCCTCGAGACCAATAACAACG 
ACGTGGCCATCCCGCTCACGGGCGTCAAGGAGGCCTCAGCCCTGGACTTTGATG 
TGTCCAACAACCACATCTACTGGACAGACGTCAGCCTGAAGACCATCAGCCGCG 
CCTTCATGAACGGGAGCTCGGTGGAGCACGTGGTGGAGTTTGGCCTTGACTACC 
CCGAGGGCATGGCCGTTGACTGGATGGGCAAGAACCTCTACTGGGCCGACACTG 

45 GGACCAACAGAATCGAAGTGGCGCGGCTGGACGGGCAGTTCCGGCAAGTCCTC 
GTGTGGAGGGACTTGGACAACCCGAGGTCGCTGGCCCTGGATCCCACCAAGGGC 
TACATCTACTGGACCGAGTGGGGCGGCAAGCCGAGGATCGTGCGGGCCTTCATG 
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GACGGGACCAACTGCATGACGCTGGTGGACAAGGTGGGCCGGGCCAACGACCT 
CACCATTGACTACGCTGACCAGCGCCTCTACTGGACCGACCTGGACACCAACAT 
GATCGAGTCGTCCAACATGCTGGGTCAGGAGCGGGTCGTGATTGCCGACGATCT 
CCCGCACCCGTTCGGTCTGACGCAGTACAGCGATTATATCTACTGGACAGACTG 
5 GAATCTGCACAGCATTGAGCGGGCCGACAAGACTAGCGGCCGGAACCGCACCCT 
CATCCAGGGCCACCTGGACTTCGTGATGGACATCCTGGTGTTCCACTCCTCCCGC 
CAGGATGGCCTCAATGACTGTATGCACAACAACGGGCAGTGTGGGCAGCTGTGC 
CTTGCCATCCCCGGCGGCCACCGCTGCGGCTGCGCCTCACACTACACCCTGGAC 
CCCAGCAGCCGCAACTGCAGCCCGCCCACCACCTTCTTGCTGTTCAGCCAGAAA 

10 TCTGCCATCAGTCGGATGATCCCGGACGACCAGCACAGCCCGGATCTCATCCTG 
CCCCTGCATGGACTGAGGAACGTCAAAGCCATCGACTATGACCCACTGGACAAG 
TTCATCTACTGGGTGGATGGGCGCCAGAACATCAAGCGAGCCAAGGACGACGG 
GACCCAGCCCTTTGTTTTGACCTCTCTGAGCCAAGGCCAAAACCCAGACAGGCA 
GCCCCACGACCTCAGCATCGACATCTACAGCCGGACACTGTTCTGGACGTGCGA 

15 GGCCACCAATACCATCAACGTCCACAGGCTGAGCGGGGAAGCCATGGGGGTGG 
TGCTGCGTGGGGACCGCGACAAGCCCAGGGCCATCGTCGTCAACGCGGAGCGA 
GGGTACCTGTACTTCACCAACATGCAGGACCGGGCAGCCAAGATCGAACGCGCA 
GCCCTGGACGGCACCGAGCGCGAGGTCCTCTTCACCACCGGCCTCATCCGCCCT 
GTGGCCCTGGTGGTGGACAACACACTGGGCAAGCTGTTCTGGGTGGACGCGGAC 

20 CTGAAGCGCATTGAGAGCTGTGACCTGTCAGGGGCCAACCGCCTGACCCTGGAG 
GACGCCAACATCGTGCAGCCTCTGGGCCTGACCATCCTTGGCAAGCATCTCTAC 
TGGATCGACCGCCAGCAGCAGATGATCGAGCGTGTGGAGAAGACCACCGGGGA 
CAAGCGGACTCGCATCCAGGGCCGTGTCGCCCACCTCACTGGCATCCATGCAGT 
GGAGGAAGTCAGCCTGGAGGAGTTCTCAGCCCACCCATGTGCCCGTGACAATGG 

25 TGGCTGCTCCCACATCTGTATTGCCAAGGGTGATGGGACACCACGGTGCTCATG 
CCCAGTCCACCTCGTGCTCCTGCAGAACCTGCTGACCTGTGGAGAGCCGCCCAC 
CTGCTCCCCGGACCAGTTTGCATGTGCCACAGGGGAGATCGACTGTATCCCCGG 
GGCCTGGCGCTGTGACGGCTTTCCCGAGTGCGATGACCAGAGCGACGAGGAGGG 
CTGCCCCGTGTGCTCCGCCGCCCAGTTCCCCTGCGCGCGGGGTCAGTGTGTGGA 

30 CCTGCGCCTGCGCTGCGACGGCGAGGCAGACTGTCAGGACCGCTCAGACGAGGC 
GGACTGTGACGCCATCTGCCTGCCCAACCAGTTCCGGTGTGCGAGCGGCCAGTG 
TGTCCTCATCAAACAGCAGTGCGACTCCTTCCCCGACTGTATCGACGGCTCCGA 
CGAGCTCATGTGTGAAATCACCAAGCCGCCCTCAGACGACAGCCCGGCCCACAG 
CAGTGCCATCGGGCCCGTCATTGGCATCATCCTCTCTCTCTTCGTCATGGGTGGT 

35 GTCTATTTTGTGTGCCAGCGCGTGGTGTGCCAGCGCTATGCGGGGGCCAACGGG 
CCCTTCCCGCACGAGTATGTCAGCGGGACCCCGCACGTGCCCCTCAATTTCATA 
GCCCCGGGCGGTTCCCAGCATGGCCCCTTCACAGGCATCGCATGCGGAAAGTCC 
ATGATGAGCTCCGTGAGCCTGATGGGGGGCCGGGGCGGGGTGCCCCTGTACGAC 
CGGAACCACGTCACAGGGGCCTCGTCCAGCAGCTCGTCCAGCACGAAGGCCACG 

40 CTGTACCCGCCGATCCTGAACCCGCCGCCCTCCCCGGCCACGGACCCCTCCCTG 
TACAACATGGACATGTTCTACTCTTCAAACATTCCGGCCACTGCGAGACCGTAC 
AGGCCCTACATCATTCGAGGAATGGCGCCCCCGACGACGCCCTGCAGCACCGAC 
GTGTGTGACAGCGACTACAGCGCCAGCCGCTGGAAGGCCAGCAAGTACTACCTG 
GATTTGAACTCGGACTCAGACCCCTATCCACCCCCACCCACGCCCCACAGCCAG 

45 TACCTGTCGGCGGAGGACAGCTGCCCGCCCTCGCCCGCCACCGAGAGGAGCTAC 
TTCCATCTCTTCCCGCCCCCTCCGTCCCC 

CTGCACGGACTCATCCTGACCTCGGCCGGGCCACTCTGGCTTCTCTGTGCCCCTG 
TAAATAGTTTTAAATATGAACAAAGAAAAAAATATATTTTATGATTTAAAAAAT 
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AAATATAATTGGGATTTTAAAAACATGAGAAATGTGAACTGTGATGGGGTGGGC 
AGGGCTGGGAGAACTTTGTA 
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MEAAPPGPPWPLLLLLLLLLALCGCPAPAAASPLLLFANRRDVRLVDAGGVKLESTI 
WSGLEDAAAVDFQFSKGAVYWTDVSEEAIKQTYLNQTGAAVQNWISGLVSPDGL 
5 ACDWGKKLWTDSETNRIEVANLNGTSRKVLFWQDLDQPRAIALDPAHGYMYW 
TDWGETPRIERAGMDGSTRKIWDSDIYWPNGLTIDLEEQKLWADAKI^FIHRANL 
DGSFRQKVVEGSLTHPFALTLSGDTLYWTDWQTRSIHACNKRTGGKRKEILSALYSP 
MDIQVLSQERQPFFHTRCEEDNGGCSHLCLLSPSEPFYTCACPTGVQLQDNGRTCKA 
GAEEVLLLARRTDLRRISLDTPDFTDIVLQVDDIRHAIAIDYDPLEGYVYWTDDEVR 
10 AIRRAYLDGSGAQTLVNTEINDPDGIAVDWVARNLYWTDTGTDRIEVTRLNGTSRK 
ILVSEDLDEPRAIALHPVMGLMYWTDWGENPK1ECANLDGQERRVLVNASLGWPN 
GLALDLQEGKLYWGDAKTDKIEVINVDGTKRRTLLEDKLPHIFGFTLLGDFIYWTD 
WQRRSIERVHKVKASRDVIIDQLPDLMGLICAVNVAKVVGTNPCADRNGGCSHLCFF 
TPHATRCGCPIGLELLSDMKTCrVPEAFLVFTSRAAlHRISLETNNNDVAIPLTGVKE 
i:ll5 ASALDFDVSNNHIYWTDVSLKTISRAFMNGSSVEHVVEFGLDYPEGMAVDWMGKN 
=1 LYWADTGTNRIEVARLDGQFRQVLVWRDLDNPRSLALDPTKGYTYWTEWGGKPRI 
*0 VRAFMDGTNCMTLVDKVGRANDLTIDYADQRLYWTDLDTNMIESSNMLGQERVV 
W IADDLPHPFGLTQYSDYIYWTDWNLHSffiRADKTSGRNRTLIQGHLDFVMDILVFHS 
j* SRQDGLNDCMHNNGQCGQLCLAIPGGHRCGCASHYTLDPSSRNCSPPTTFLLFSQKS 
! %0 AISRMIPDDQHSPDLILPLHGLRNVKAIDYDPLDKFI YWVDGRQNIKRAKDDGTQPF 
£ VLTSLSQGQNPDRQPHDL5IDIYSRTLFWTCEATNTINVHRLSGEAMGVVLRGDRDK 
! 5 PRAIVVN AERGYLYFTNMQDRAAKIERAALDGTEREVLFTTGLIRPVALWDNTLG 
13 KLFWVDADLKRIESCDLSGANRLTLEDANTVQPLGLTILGKHLYWIDRQQQMIERVE 
i p KTTGDKRTRIQGRV AHLTGIH A VEEVSLEEFS AHPC ARDNGGCSHICIAKGDGTPRC 
1^5 SCPVHLVLLQNLLTCGEPPTCSPDQFACATGEIDCIPGAWRCDGFPECDDQSDEEGC 
;=! PVCSAAQFPCARGQC VDLRLRCDGEADCQDRSDEADCDAICLPNQFRCASGQCVLI 
1 3 KQQCDSFPDCIDGSDELMCEITKPPSDDSPAHSS AIGPVIGIILSLFVMGGV YFVCQRV 
1 * VCQRY AGANGPFPHEYVSGTPHVPLNFIAPGGSQHGPFTGIACGKSMMSSVSLMGG 
RGGVPLYDRNHVTGASSSSSSSTKATLYPPILNPPPSPATDPSLYNMDMFYSSNIPAT 
30 ARPYRPYnRGMAPPTTPCSTDVCDSDYSASRWKASKYYLDLNSDSDPYPPPPTPHSQ 
YLSAEDSCPPSPATERSYFHLFPPPPSPCTDSS 
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Protein change 
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Truncation 
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No change 


control 
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insert ecu 
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pipe CO 
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UIIKIIOWLL 


OPS 45 


insT2150 - 


Frameshift 


Truncation 


OPS 41 


G2202A 


Trp734stop 


Unknown 


Control 


C2220T 


Asn740Asn 


Unknown 


OPS 92 


delG2305 


Frameshift 


Truncation 


OPS 13 


C2557T 


Gln853stop 


Truncation 


OPS 7 


deIA3804 


Frameshift 


Truncation 


OPS 53 


C3989T 


Alal330Leu 


Unknown 


OPS 72 


C3989T . 


Alal330Leu 


Unknown 


Control 


G4416T 


Leul472Leu 


No change 
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NAME 


SEQUENCE 


LOCATION 


PT?nr>T ict 

rivUU UL1 




LRGEN1F 


5'-TTG CTG CCC TAG ACT TAG CC-3' 


-119 






LRGEN1R 


5'-CCA AGT CGC TTC CGA GAC-3* 


+ 106 






LRGEN2F 


5 '-CAT CCC AGG GCT GTG TAT CT-3' 


-65 


541 




LRGEN2R 


5'-ACT TGG GCT CAT GCA AAT TC-3' 


+ 81 






LRGEN3F1 


5'-CCG ATG GGT GAG ATT TTA GG-3' 


-118 


329 




LRGEN3R1 


5'-CGT GGG TAC CTA CCG GAA C-3' 


+ 16 






LRGEN4NF 


5'-TAA TTG GGT CAG CAG CAA TG-3' 


-72 


277 




LRGEN4NR 


5'-GCA CTC ACA GAA AGG CTG-3' 


+ 8 






LRGEN5NF 


5'-AGT GAC GGT CCT CTT CTG GA-3' 


-51 


109 




LRGEN5NR 


5' -CAA GTG GAT CAT TTC GAA CG-3' 


+ 120 






LRGEN6F - 


5' -TGG CTG AGT ATT TCC CTT GC-3' 


-95 


S77 




LRGEN6R 


5'-CCA GAA TGA CAG GTC CAG GT-3' 


1 0 ~j 






LRGEN7F1 


5'-TGC TTC TTC TCC AGC CTC AT-3' 


-14 

IT 


jUZ 




LRGEN7R1 


5'ATG TGG CCA AAT AGC AGA GC-3* 


4- 1 




.ft 


LRGEN8F 


5*-GCA TTG A AC CCG TCT TGT TT-V 


-10Q 
~ i\jy 




y 


LRGEN8R 


5 '-GGC ACC TGA GCT CAA CAC TT-3' 


4-100 






LRGEN9F 


5'-TGC TGG GCT GTT GT GTT TA-1' 


T / 


4U / 




LRGEN9R 


5' -CTT TGA GGC AGG A AC AGA 


-4- 70 




' ~ - 


LRGEN10F 


5'-AGC GAA ACT CCG TCT CAA AA.r 


7Q 


41 / 




LRGEN10R 


5'-GCT CTA ATC ACT GAG GGC fA-^' 


-4- 1 1 f\ 




1=1 


LRGEN11F1 


5 '-GAG GGC TGA GCT GAA GAG f.T-1' 


-LvJD 




in 


LRGEN11R1 


5'~CAG GTT GGG GAA CTT GCA G-T 


4- 1 OS 






LRGEN12F 


5'-ATT CAT GTG GTC GCT AGG CT-3' 




4 /y 




LRGEN12R 


5'-GAA GCT CCT TTC AGC GTC AG-3' 


+40 

T 1 Vy 






LRGEN13F 


5' -CCA GCT CCT CTG TGG CTT AC-3' 


-57 


IS? 




LRGEN13R 


5' -TCC TCC CTC TGC TAA GGA CA-3' 


+95 






LRGEN14F 


5' -CAG AGC TCT CCA GCC AGT G-3' 


-149 


440 




LRGEN14R 


5'-CTG TGA GAG GCT GGC ATT C-3' 


+ 82 






LRGEN15NF 


5'-ATG TGA CCT GTC AGC CTC G-3' 


-131 


415 




LRGEN15NR 


5'-TGC TGC CAT TAC TGA CAA TGA -3' 


4-*n 
1 0 j 






LRGEN16F 


5'-TCT GTC CTC CCA AGC TGA GT-3' 


-76 


174 




LRGEN16R 


5'-CAC ACA GGA TCT TGC ACT GG-3' 


1 0 0 






LRGEN17F 


5 '-CAT GAG TTC TCA TTT GGC CC-3' 


-9? 


191 




LRGEN17R 


5'-GCC ACA GGG ACT GTG ATT TT-3' 


+ 101 






LRGEN18F 


5'-CAA CTT CTG CTT TGA AGC CC-3' 


-88 


423 




LRGEN18R 


5'-CAG AGC CCC TAC TCC TGT GA-3' 


+ 98 






LRGEN19F 


5'-CCA GAC CTT GGT TGC TGT G-3' 


-81 


269 




LRGEN19R 


5'-CGT CTC CTC CCC TAA ACT CC-3' 


+77 






LRGEN20NF 


5'-ATG TTG GCC ACC TCT TTC TG-3' 


-34 


310 




LRGEN20NR 


5'-CTG CCT CCT CCA GAT CAT TC-3' 


+39 






LRGEN21F 


5 '-GAG TCT CGT GGG TAG TGG GA-3' 


-102 


373 
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1 PP/PXTOIT) 
I^KLrtiJNZlK 


c> A P A A a p p a a p p a tpp ptp a p i » 
5 AuA AALr LAA GLA 1GL L1L A G-3 


+ 131 




LKLfJbiN zzr 


< ' A PP PPT PTP TPP A A P P A A A P O > 

5 - AGL LL I tit 1 GL AAvj G AA AG-3 


-96 


305 


I^IvLJ£ilN ZZix 


^ ' PPP PAT TA PAP PP A HA A T A O. y 
D -LLL LAt lAU LAC ttA LrAA IA-j 


+ 111 




T PPPXTO^Th 
l^rvOxiiN ZJ tr 


c > pap a pp ppt ttp ppp ttp i > 
D -vjAL ALrLr 1 1 It LLLr 1 I L-3 




tou 




pap nAH ha r tpt pat ppt pp q » 

D -LAO vjALj vJAL lLl LAI LjLtI LrLr-J 


T IU0 




T PfYYniP 


i-> ttp ptp a tp ppt ppt ptp ta q * 

3 -1 1L VJl L A 1 Lr LrLr 1 Lnjrl LrIL lAv 




41o 


JLKLL>.L> 1 K 


<: > pnpp rjA A Tn A TPT A PP PP '2* 
D LIL uAA luA iLrl ALL LrL-3 


4oU/ 




JLJxLL/ \JLr 


c J a PP TPP A PT TPn TP A TflP Ap 1' 
J -ALL 1 LLr AL 1 1 LLr 1 GA 1 ULr AL-3 


zo54 


4oo 


T P PP* TY>I> 


<r> PAP AAP A PT PTP PP P PTP T A 1 * 

5 -L ALr A AL ALr 1 LIL LLLr L 1 Lr 1 A -3 






t ppor^i7 

J^KLL'.L/JJr 


4r > pp A TPP A PP PPP APT PAP Q ? 
D -LLA ILL ALL LLLr ALrl GAG- 3 




504 




jt » ptp a a p ptp ptp ppa pa a pa q> 
j -LriL AALr OIL LILr LLA uAA uA-j 


453 






•c ' nnn PA A PA A PPT PT A PTP PA Q ' 
D -LrOLr LAA uAA uLI vjIA LILr LrA-J 






LRCOD4R 


5'-TGG ATG TCC ATG GGT GAG TA-3' 


853 




LKLLJlvOr' 


PAP A PP PPP TPP A TP PAT 1' 

2) -LALr ALL LLrL ILL AIL LA 1-3 


lot 


AO A 

4o4 


LKLOD5K 


C ' TPP TTP ATP TPP PTP TT/~* A P O ' 

5-1 LO 1 1 Lr A 1 L 1 LLr Lr i Lr 1 1 (j AL-3 


1250 




LRLOD6F 


5 -ATC GAC TAG GAC CCG CT A GA-3 


1132 


546 


LRCOD6R 


5 -GTA GAT GAA GTC CCC CAG CA-3 


1677 




LRCOD7F 


5'-GCC AAG ACA GAC AAG ATC GAG- 
S' 


1564 


505 


: LRCOD7R 


5 -TGT GGT TGT TGG ACA CAT CA-3 


2068 




i LRCOD8F 


5 -CAC AGG ATC TCC CTC GAG AC-3 


1966 


522 


j LRCOD8R 


5'-CTC GAT CAT GTT GGT GTC CA-3 > 


2487 




LRCOD9F 


5'-CAG CCC TTT GTT TTG ACC TC-3' 


3025 


484 


;; LRCOD9R 


5-TCC AGT AG A GAT GCT TGC CA-3' 


3508 




s LRCOD10F 


5'-AAG CGC ATT GAG AGC TGT G-3' 


3400 


480 


, LRCOD10R 


5 J -CTC CTC GTC GCT CTG GTC-3' 


3879 




iLRCODHF 


5'-CAC AGG GGA GAT CGA CTG TAT- 

3 


3801 


480 


^LRCODllR 


5'-ACA TAC TCG TGC GGG AAG G-3' 


4280 




LRCOD12F 


5'-GTC CAG CAG CTC GTC CAG-3' 


4446 


567 


LRCOD12R 


5'-TAC AAA GTT CTC CCA GCC CT-3' 


5012 




LRCOD13F 


5'-TCA TGG ACG GGA CCA ACT-3' 


2369 


431 


LRCOD13R 


5'-GGT GTA GTG TGA GGC GCA G-3' 


2799 
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BMSR Construct Information 

The following BSMR expression constructs have been constructed using the pcDNA3 
expression vector for use in following BSMR expression, function, and other biological 
(e.g. ligand and downstream signaling) interactions. 

1. A full length wild type construct extending from primers LRCOD3F to 
LRCOD12R. 



Sequence encoding a FLAG antibody epitope (GAC TAC AAG GAC GAC GAT GAC 
A AG) was inserted into the wild-type construct immediately downstream of nucleotide 165 
(relative to the "A" in the ATG translation start site). This construct expresses a BSMR 
protein which has a FLAG epitope between wild type BSMR amino acid residues 55 and 
56. 

This was accomplished using the following primer sequences and a Quickchange reaction: 

LRPFLAGF: 5'-GAC TAC AAG GAC GAC GAT GAC AAG ACC ATC GTG GTC AGC 
GGC CTG-3' 



LRPFLAGR : 5 ' -CTT GTC ATC GTC GTC CTT GTA GGA CTC CAG CTT GAC TCC 
GCC-3' 

Sequence encoding a MYC antibody epitope (GAG CAG AAG CTG ATA TCC GAG GAG 
GAC CTG) was inserted immediately uptream of the stop codon after residue 4845 (relative 
to the "A" in the ATG translation start site). The construct expresses a BSMR protein 
which has a MYC epitope at the end of the wild type BSMR polypeptide. 

This was accomplished using the following primer sequences and a Quickchange reaction: 

LRPMYCF: 5 '-GAG CAG AAG CTG ATA TCC GAG GAG GAC CTG TGA CCT CGG 
CCG GGC-3' 



LRPMYCR: 5'-CAG GTC CTC CTC GGA TAT CAG CTT CTG CTC GGA TGA GTC 
CGTGCA-3' 

A expresssion construct containing both the FLAG and MYC antibody epitopes at the 
aforementioned sites has also been produced. 
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Figure 13 
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